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Background Advanced OS Correlates with PDACal Predictions

15t Line PFS Stratified by Normalized PDACai Predictions

= Nearly 50% of pts with mPDAC never receive a 2nd line therapy A 15t Line FEX PFES in Training Cohort (n=243) B 1stLine FEX PFS in Validation Cohort (n=165) A 1st Line FFX OS in Training Cohort (n=243) B 1st Line FFX OS in Validation Cohort (n=165)
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Figure 1 — PDACai learned to predict outcomes based on NGS testing results
from Training Cohorts where pts received either FFX & GA in the 1stline setting.

PDACai predictions were independently analyzed for FFX & GA Validation Cohorts.
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= multi-omic actionability for certain therapies,
= eligibility for nearby/accessible clinical trials,
= previous clinical/treatment history

PDACai predictions were analyzed / A \
retrospectively for pts who received # * 4 . W
a Perthera Report. Outcomes were L 3 Sk ;‘*:
captured via the Perthera Registry. X
US pts whose physicians order a Perthera Report

may be eligible to participate in prospective efforts to
validate PDACai (frontline/adjuvant, non-interventional).

Figure 2 — KM curves of PFS on 1st line therapies from pts allocated to independent training (A,C)
and validation (B,D) cohorts. Actual median PFS [plus 95% CI] in months were summarized in pts
assigned to lower, middle, or upper thirds based on PDACai response group predictions (see Fig 1).
The predictive utility of PDACai was confirmed in the independent validation cohorts (B,D) by
comparing PFS across tertiles (see p-values and hazard ratios (HR) [plus 95% CI]).
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Figure 3 — KM curves of overall survival advanced diagnosis for treatment-specific PDACai predictions
within the training (A,C) and validation (B,D) cohorts who received 15t line FFX (A,B) or GA (C,D).

Conclusions

» Response to chemotherapy is heterogeneous and difficult to predict in pts with mPDAC

» PDACai v2.0 successfully predicted differences in PFS for both FFX and GA cohorts (better than v1.0)
= Guidance for 1st line decisions is now feasible with upfront NGS and PDACai v2.0 (faster than v1.0)

= Efforts to validate PDACai predictions for 2"d [ine variations of FFX (FOLFIRI vs FOLFOX) are ongoing
= Continuous prospective validation of AI/ML models that utilize lab-agnostic NGS results is warranted
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